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Expression of miR-21 and CCL20 in the colorectal cancer microenvironment and their corre-

lation with clinicopathological characteristics
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[ ABSTRACT ] Aim  To investigate the expression of miR-21 and CCL20 in the colorectal cancer microenvironment and their
correlation with clinicopathological characteristics. Methods Ninety-six patients with colorectal cancer (CRC) were selected.
Tumor tissues and adjacent normal tissues were collected.  The expression of CCL20 mRNA and protein, as well as miR-21, was de-
tected and compared among patients with different pathological features.  Immunohistochemistry and in situ hybridization were used to
localize CCL20 and miR-21, and their differences were compared. Results Compared with adjacent normal tissues, the expres-
sion levels of CCL20 ( mRNA and protein) and miR-21 were significantly upregulated in CRC tumor tissues (all P<0.05). The ex-
pression levels of CCL20 mRNA, protein, and miR-21 were significantly higher in tumor tissues of patients with advanced stages than
in those with early stages (all P<0.05). Cellular localization showed that CCL20 was strongly positive in infiltrating immune cells
(such as macrophages and lymphocytes) within the tumor microenvironment but weakly expressed in tumor cells; miR-21 was strongly
positive in tumor-associated fibroblasts but weakly expressed in tumor cells. Conclusion miR-21 and CCL20 are significantly up-
regulated in CRC tissues and are associated with CRC stage and differentiation. ~ CCL20 is mainly expressed in infiltrating immune
cells, whereas miR-21 is mainly expressed in tumor-associated fibroblasts.
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