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[ ABSTRACT] Aim To investigate the relationship between recurrent spontaneous abortion and systemic lupus ery-
thematosus based on bioinformatics method. Methods The target genes were screened for recurrent spontaneous abor-
tion and systemic lupus erythematosus in the relevant human disease databases ( GeneCards, OMIM, Durgbank) , respec-
tively.  After integration, the two groups of disease targets were mapped to obtain the intersection targets.  Cytoscape
software was used to screen out according to the degree value.  Core intersection targets, and KEGG pathway and GO anal-
ysis were performed using the DAVID database. Results The core intersection targets of recurrent spontaneous abortion
and systemic lupus erythematosus were; signal transduction and activator of transcription 3 (STAT3) , interleukin-18 (TL-18),
interleukin-6 (IL-6) , tumor necrosis factor (TNF), vascular endothelial growth factor A (VEGFA), Janus kinase 2 (JAK2),
etc. The related pathways are concentrated in the PI3K-Akt signaling pathway, the JAK/STAT signaling pathway, and the HIF-
1 signaling pathway. Conclusions Recurrent abortion and systemic lupus erythematosus have a lot of overlap in gene targets
and signal pathways, suggesting that there is a close relationship between the molecular mechanisms of the two diseases. At the

same time, it also provides new ideas for clinical exploration of diagnostic markers and drug treatment.
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