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[ ABSTRACT] Aim  To explore the relationship between miR-502 and HDAC3 expression in breast cancer and its
clinicopathological significance. Methods The paracancerous tissues and cancer tissue samples of 76 breast cancer
patients were collected, Real-time quantitative fluorescence PCR was used to detect and plot the mRNA expressions of miR-
502 and HDAC3 in the tissues, and the dissolution curves were drawn. The positive expression rate and protein expres-
sion of HDAC3 were detected by immunohistochemistry and western blot, the correlation and targeting relationship between
miR-502 and HDAC3 in breast cancer tissues were analyzed and verified, and to investigate the relationship between miR-
502 and HDAC3 expression levels and clinicopathological characteristics, diagnostic efficacy and survival of breast cancer
patients. Results miR-502 level was low in breast cancer tissues, while HDAC3 level was high (P<0.05), and the
two levels were negatively correlated in breast cancer tissues (P<0.05), and HDAC3 was the target gene of miR-502.
The relative expression levels of miR-502 and HDAC3 were correlated with TNM stage, tumor diameter, lymph node metas-
tasis and estrogen receptor/progesterone receptor expression (P<0.05). The combined diagnostic efficacy of miR-502
and HDAC3 was higher than that of miR-502 and HDAC3 alone in breast cancer tissue.  The 3-year overall survival rate in
the group with high miR-502 expression was higher than that in the group with low expression (P<0.05), the 3-year overall
survival rate in the group with high HDAC3 expression was significantly lower than that in the group with low expression ( P<
0.05). Conclusion The expression of miR-502 and HDAC3 in breast cancer is correlated with the disease progression

and prognosis of patients, and can be used as a biological indicator for early diagnosis of breast cancer.
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502 A1 HDAC3 fy % 1 X %, 7 # miR-502 5§
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Kl 2F)

230

180

i
B o130
bty
R’
80
30
65 70 75 80 85 ) 95
BEIT
19000 HDAC3 Tm=84.23 \
K
gy 14000 ,“
o
* \
#9000 ,X
4000 _ | \\
— -

65 70 75 80 85 90 95
RE/C

El1 miR-502 5 HDAC3 BIiAfE M %&
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% 2RI #i 2% 22(57.89) 21(55.26) 20(52.63) 23(60.53)
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TNM 43 I ~1 12(31.58) 25(65.79)" 23(60.53) 14(36.84)"
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A EA i1z AT A (% )
e[ AUC(95% CI) REEE FRE AT ) 14 3 4R
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502 A fig i = #0 1n]  R E HDAC3 $00 L A i 4 i
(Ba5E R8T R, 24 ER 8 PR 5B # AR,
VLR C AR 2IG T FLAR T 9 AE T, 5 5L
A 00 0 A R B A i P i L R
o5 B 43 0 B0 I 1 AL, miR-502 &2 T
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