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Expression of EZH2 in patients with ankylosing spondylitis and
its relationship with Thl7 differentiation

ZHANG Daiyang' , LI Tuo>*, LUO Zheng', YIN Rui', HU Rui'
(1. Department of Spinal Surgery, 2. Department of Ophthalmology, Central Hospital of Enshi Tujia and
Miao Autonomous Prefecture, Enshi, Hubei 445000, China)

Abstract; To explore the expression of Drosophila Zesle gene enhancer 2 (EZH2) in patients with ankylosing spon-
dylitis and its relationship with helper T cell 17 (Th17) differentiation. 84 patients with ankylosing spondylitis admitted to
our hospital were selected as the case group. 50 healthy controls were used as the control group,the levels and correlations
EZH2 between IL-17, IL-23, and TGF-B were analyzed. Results showed compared to the control group, the ratio of EZH2
and Th17, and the levels of IL-6, IL-17, IL-23 and TGF-B in peripheral blood in the case group were significant higher,
and EZH2 is positively correlated with Th17 differentiation. Results indicated that EZH2 may promote the formation of au-
toantibodies by stimulating the differentiation of Th17 cells and participate in the development of ankylosing spondylitis.
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~8 4F PR (3. 61+1.70) 4F . W AFRME . OFF
U E AR WAR A s @ JCHHE R  A
MTIReRRERT ; A B R 5T4; @.0 I VE i GE
IEH QA AL B XA G A HE R HERR
Bt . O I 2% M g w2 R M0 IE R I & & 5
W QB It BN 5 A B BB QA
WEFEHT 3 A H AT S RE W T IRYT ;s @GR i FL

&5

Wk s OB - HoAth KR 9290 5 © A FF00 i 1l %5
PN o T 1 [ I AE A Bt AR BR AR 5 50 81 SRy Xof B
P27 0,4 13 AR 21 ~ 68 % SEXIARRE (35. 12
+5.68) %, PHALAFIE  ME B SR VRl iR, 22 57
Tl FNE(P>0.05) (£ 1), HF50 RN AL
7% 1 £ 8 IS A AR

®1 FWARZEH

FLELBEEL  n () 1A (kg) BB, %) Y (B, %) WAESE (B, %) BRI s (1], % )
aE 84  36.27%5.56 65.34£5.27 46(54.76) 50(59.52) 34(40.48) 38(45.24)

X} BR 4 50 35.12+5.68 66.33+5. 18 27(54.00) 30(60.00) 19(38.00) 23(46.00)

/% 1.149 1.058 0.007 0.003 0.08 0.007

P 0.253 0.292 0.932 0.957 0.777 0.932

1.2 BARFE

1.2.1  $hA f AN 2m e P EZH2 mRNA 7K -F
SR IS 9201t 5 ik 300 4 57 2R 45 Tl % 27 (Real time
fluorescence quantitative-Polymerase Chain Reaction,
RT-PCR) KM, I7 3L 0T < SR 5 P 4 32 103 23 i A
JE kI 2 mL, BT EDTA HUEEE (LR RAEREES
I7 R AT RS ) oh SR TR L 40 53 1 (b 5t
K BERFBHA R ITAE A7) 32 1] i 5% 40
Jf SR JH A RNA SR BULAH & (L SRR
BROSF]) $REUA RNA, AL RNA 4% 18 300 5 S i) &
(bt HE 55 AR W RO PR A ) 4R AE D 3R GR
cDNA, LAt ¢DNA SAEARAT PCR 9735, M4 7 315 ih
L IUIEIEL(Cr) | LD AR Rk =202
1.2.2  Th17 mre sk a2 SR A4 A K
W, 7 A0 o SR P 2H 32 10 5 I Ah R bk il 2
mlL, B TR MPCEEE T, 7 & IF SR 241 A i A
TAAE P AP T 6 FLAR T (1x10°/mL) , LA B
WlE L W (AL BRI R R A B A IRA A)
25 ng/mL 2 pL, B 78R ( HERAUE YA R
AT pg/mL 10 WL, BUA 37 °C T b 20 1 7R A4
(15 Binder A w]) 35 FE 1 h, M54 D mA
1wl B /R EERHOR (IR AR R A IR ) ) By
756 h JEU RN, R 5 ul IL-17A PE( 7RIk
g /LW R ECA BR 2 \)) AR i Thi7 4088, & H
NovoCyte Jit xCAH MY (UM SERRA A BR 2> vl ) A6l
Th17 4T 733 A 25 R L BRI A0 I 1 73 R
1.2.3 4w IIE A4 3R 1 (Interleukin
1,1L-1) FAb A K A F B ( transforming growth factor
B,TGF-B) \IL-17 \11L-23 7K-F >R F i 5K 4 328 W o3k
5> ( Enzyme linked immunosorbent assay, ELISA ) £

W, 77 2R . SR AE P2 32383 25 IE A1 A Bk a2
mL,3 000 r/min .0 15 min, 530 L7, R A 1L-6 &
WA (DUBR YD v 2B W R 2 | ) I I3 1L-
6 JK -, SR IL-17 K5 & ( (548 AR YRk
AR T IAE M3 1L-17 K, SR 1L-23 603t
& (L E R A R AR AT B | I I3 10-23
K, R TGF-B A ) & (1 R A Bk 4
KIEA BT 5 i TGF-B /K-,

1.3 SitZEH*

AR SPSS22. 0 B b i BORH vt 3
IR, R I RS 4H EZH2 Th17 48 L3R 1L-6  1L-
17 1L-23 | TGF-B &, i1 4Bk LU E 7350 (% ) R,
K X K AL, SR FH Pearson AH 570 Hr i B 1
FEA B SN I P EZH2 5 Th17 IL-6 1L-17 | IL-
23 TGF-B HYAHKNE, P<0. 05 Fon 22 55 A S it2¢

2 &% R

2.1 FWHANEMEBEANZHAMAP EZH2 mRNA 7K

93 51 2H 7 LA 2 4l A EZH2 mRNA /K
BT, 2 5 B A% HEE L (P<0.05)
(%£2),

2 TASNEIM AN %S EZH2 mRNA 7K E

255 n EZH2 mRNA
Xf IR EH 50 1.12+0.12
S 20 84 1.930.15

t 32.480

P <0.001
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2.2 TAZE Th17 ARELL =
JBIZH Th17 00 ER B s T X REZ 2 R B
Hoit2rE X (P<0.05,%3) .

%3 T4 Thl17 4AAEtL =

2851 n Th17 ZHH( % )
XF R ZH 50 2.44+0.34

S 1 21 84 5.45+0.37

! 46.920

P <0.001

2.3 T4E Th17 HHXHAMEFKFE
T WL TL-6 TL-17 . IL-23 . TGF-B /K V-1 &
BT AT HRLE 25 S A Ge 4 B X (P<0.05, % 4)

x4 WHTh17 HEABMETFKE  (pml)

B a6 IL.-17 I.-23 TGF-B

ARZH 50 3.22+0.39
SR 84 6.11+0.48
t 36.059

8.31+1.36  0.05+0.02  0.27+0.05

25.87+1.59 0.26+0.02 0.58+0.07

65.161 58.784 26.113

P <0.001 <0.001 <0.001 <0.001

2.4 BEMEHRXRBEIEMS EZH2 5 Thl7,
IL-6,1L-17 \IL-23 \TGF-B ByFA <M

S LA AR R B AN I R EZH2 3 5 S
Th17 IL-6 IL-17 .IL-23 [ TGF-B & IFA#H5% ( P<0. 05,
%5),

%5 EZH2 5 Th17.IL-6.IL-17 .IL-23 ' TGF-B BI85

EZH2
it H

r P
Th17 0.712 <0.001
IL-6 0.669 <0.001
IL-17 0.563 <0.001
IL-23 0.533 0.012
TGF-B 0.486 0.008
349 #®

5 ELPEA FE R (spondylitis ankylosans , AS) & —
v B G2 PP | AR IR I S ey J3E 3% 2l R B2
WA TSR, TR o & 2B 5 Thl7
AN SR BE DI RE SR WA G, Th17 J& il THO 4i it 78
TGF-B IL-6 \1L-23 S5 fIIE5 T T 24k 1M il i 4 Bl Pk

T 40, 1L-17 S Hod EZE 53 W =W, Z 5L B
AT ARSI R B 4 A1 JE it Th7 404
% TGF-B 1L-6 11-23 {5 FX 4L, $278 AS &4
A e Th17 0o o R REJE Th17 ¥
BRSO Wata S 1 0 e | =0 s 2
A3 IL-17 IL-22 S RAER F, 5| FHRAE R, TGF-
B.IL-6 1L-23 V£ K155 Th17 4 it 431k B O 4 1k 4
JELERL 7, 76 9 R IRt EL o it A s b -

AT R 2R WL 15t A% 2 O 0l i 3 7 e 928 0 285 A
HROEFEERNY . 4L P SRR A R S A5 1Y
PNz —  HAB i D e 3 2O T 41 8 1 P L
TGRSR > EZH2 J&—Fh i B2 A9 41 2K 1 H R Ab 5
R, W R Z M 2 A1k 2 AL I3 | BEiS ik
H3K27me3 , fifif5 4 & 57 41 il 2 11 52 A VR 76 40 5 A
RSV SR A, DT S S R 365 ) EZH2 5
H3K27me3 FEMEINTH] Treg AL IFHEME L1
254 Th2 4f M5k 1 S HE RS 5% - Gata3 1 Thl 4
Ji Ak 1) S A S TR Thx2 1 AR E S IR 2 A4
L F3k , T CD4T 4B A Thl \Th2 40 43
AR AT 5T S R B 41 A1 A it B 2 A g
EZH2 mRNA /K- X% B4, #2278 EZH2 76 AS &
FOME M RS R IE, A LI EZH2 Y
H3K27me3 5 Th17 skt B UIAA G, iX 5 A A
FHAF , AWFFE Won AS B SME L EZH2 5 Thl7
IL-6 1L-17 \IL-23 ' TGF-B ¥ 2 IEAE, #&/8 EZH2 5
Th17 4346 A0 ¢, EZH2 AT G838 i H# Th17 40 i 53
b AR SPARE R, 25 AS kA ERE,

25 LRk, EZH2 78 AS S AME I 2 ik
HY5 Th17 /b 2 1E A5G, EZH2 7] GE G o il 8
Th17 4051k, 25 AS KK, X AT HER AS /Y
B RETATT HEALHT B A SRR AR A ST Ry B L
WFFE  BEA /D AU A BE B AS F 35 A1 & 1L H
EZH2 \Th17 .IL-6 IL-17 IL-23 \TGF-B /K-F-H#4T T 45
W, Bz ShAWEE AR KA — 2P,
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