PHEFHFRE2I9HE5 B 4T EE 3B

DOI:10. 15972/j. enki. 43-1509/r. 2019. 03. 025

321

. ;]\—?‘Va .

IR RNA 553 2335 Mg

CircRNA and head and neck cancer
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hsa_circ_0075828 LINC00340 HE AN g miR-124-3p A 27097056
hsa_circ_0001946 ¢iRS-7 i H i miR-7, EGFR i 28174233
hsa_circ_0018289 SYTI5 U miR-497 S| 29156822
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