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The clinical pathological significance and molecular mechanism of
PTOV1 in type I endometrial cancer
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Abstract: Objective To identify the significance of detecting prostate tumor overexpressed 1 (PTOV1) and the
mechanism of its expression regulation in type I endometrial cancer. Methods Forty-six tumor tissues and para-cancer
tissues from typelendometrial cancer patients were collected. The expression of PTOV1 protein in typelendometrial cancer
tissues and para-cancer tissues was detected by immunohistochemistry.The methylation status of PTOV1 was tested by bisul-
fite sequencing PCR.The differences between cancer tissues and para-cancer tissues were analyzed.The correlation between
the PTOV1 expression and clinical parameters ,the methylation status of PTOV1 and its expression,and the methylation sta-
tus of PTOV1 and clinical parameters was statistically analyzed. Results The expression of PTOV1 was increased and
promotermethylation status was decreased in typelendometrial cancer tissues.There was no correlation between PTOV1 ex-
pression and age ,tumor size , differentiation degree,lymph node metastasis.But PTOV1 expression was positively related to
invasion depth.Hypomethylation of PTOV1 promoter was positively related to its expression in type I endometrial cancer.
Conclusion PTOV1 expression was correlated with typelendometrial cancer invasion depth.The mechanism of PTOV1 ex-
pression may be promoter hypomethylation.
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