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Relationship of Multidrug Resistance with Active Efflux Gene adeB
in Clinical Isolates of Acinetobacter Baumannii

YANG Zhiyong, YIN Wenjun, XIE Haitao, et al
(The First Affiliated Hospital ,University of South China ,Hengyang ,Hunan 421001, China)

Abstract: Objective To explore the relationship of multidrug resistance with abeB gene in the clinical isolates of
Acinetobacter baumannii. Methods The agar doubling dilution method was used to identify the minimal inhibitory con-
centration( MIC) of 8 antibiotics for Acinetobacter baumannii. The efflux of Rhodamine 6G in 64 strains of clinical Acineto-
bacter baumannii was tested and the Reverse transcriptase polymerase chain reaction (RT-PCR) was used to detect the mR-
NA expression levels of active efflux gene adeB.  Results Among 64 strains of clinical Acinetobacter baumannii 4 strains
was resistant to O ~2 antibiotics,33 strains was resistant to 3 ~5 antibiotics,27 strains was resistant to 6 ~ 8 antibiotics. The
expression levels of efflux gene adeB in the multiple drug-resistant strains which enhanced the efflux were also increased.
Conclusions The effection of active efflux system of adeB may be one of the important multidrug resistance mechanisms of
Acinetobacter baumannii.
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1 #IERFTES RNA FHIEMERR BEIKER

1000bp
979bp adeB

500bp
241bp 16sRNA

E2 #HHERFNITE adeB mRNA EEHFHEE 1-4.4
2H; 5 ~8:B ZH ;M : marker

SN 1 000bp
979bp adeB

, 500bp
e 24 1bp 16sSRNA

B3 &2 AREHHTE adeB mRNA EEFEE 1 -4.4
2H; 5 ~8:C 24H ;M :marker
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390 0. 253 £0. 010 pmol /L(A #41).0.570 +
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