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Abstract: Objective To explore the role of GRP78 in the development of gastric carcinoma by analysis of the ex-
pression of GRP78 in gastric carcinoma tissue. Methods 48 cases of human gastric carcinoma tissue with different clinical
period and differentiation degree and 28 cases of normal gastric tissue were selected. The mRNA and protein of GRP78 were
detected by RT-PCR, Western blotting and immunohistochemistry ,respectively.  Results Compared with normal gastric epi-
thelial tissue,the expression of GRP78 at mRNA and protein level in gastric carcinoma tissue increased significantly, which
were showed by RT-PCR and Western Blotting( P <0.05). GRP78 protein was mainly distributed in cytoplasm showed by im-
munohistochemistry. The positive rate of GRP78 in normal gastric tissue,well or moderately-differentiated and poorly-differen-
tiated gastric cancer tissue were 10.7% (3/28),59.4% (19/32) and 93.8% (15/16) ,respectively. The positive rate of
GRP78 in gastric carcinoma tissue with diameter =5 cm was 88.9% (16/18) ,at Ill, IV period in TNM staging was 90. 5%
(19/21) ,and with recurrence or death less than 5 years was 82.8% (24/29) ,which were higher than that with diameter <
5 em(60% ,18/30) ,at 1,1l period (55.6% ,15/27) ,and with relapse-free in five years(52.6% ,10/19) ,respectively. The
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positive rate of GRP78 in gastric carcinoma tissue with lymphatic metastasis was 96.2% (25/26) ,which was much higher

than that of without lymphatic metastasis (40.9% ,9/22).

Conclusion The expression of GRP78 in gastric cancer tissue

increased ,and GRP78 was involved in the development and progression of gastric cancer,which was highly related to tumor

size , differentiation , lymph node metastasis, clinical stage and prognosis of gastric cancer.
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