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Abstract :

tein Cenp-E gene between the human hepatoma and hepatic tissue.

and Western blot were employed to detect the expressions of the Cenp-E mRNA and protein, respectively.

Objective To study the differential expression and its clinical significance of the spindle checkpoint pro-

Methods

Real-time fluorescent-quantitation PCR

Results The

expression of the Cenp-E mRNA in human hepatic tissue(0. 023 78 £0.009 73) was higher than that in human hepatoma
tissue (0. 014 58 £0.008 73 ). The expression of the Cenp-E protein in human hepatic tissue (0. 656 £0.012) was higher

than that in human hepatoma tissue(0.301 +0.009).

Conclusion Cenp-E gene low expression in human hepatocellular

carcinoma plays an important role in the its developmental process.
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