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Effect of Curcumin on RECK Methylation and MMP-9 Expression and
Activity in Nasopharyngeal Carcinoma Cells

WANG Baiqi,CHEN Yanhua, JIANG Liqin,et al
( Department of Oncology ,the Second Affiliated Hospital , University of South China
Hengyang , Hunan 421001 , China)

Abstract;: Objective To investigate the effect of curcumin on reversion-inducing-cysteine-rich protein with kazal
motifs (RECK) gene methylation, and expression of matrix metalloproteinase-9 ( MMP-9) in nasopharyngeal carcinoma
cells. Methods Nasopharyngeal carcinoma cell line CNE-1 was cultured in vitro,and stimulated by 1,10 and 30 pmol/
L curcumin for 48h, expression of RECK and MMP-9 were detected by Western blot and real-time PCR ,respectively. RECK
methylation was determined by HPLC chromatographic and mass spectrometric methods. Cell proliferation was assessed by
MTT assay. Expression and the enzymic activity of MMP-9 were detected by Western blot and Gelatin zymography assay, re-
spectively.  Results The expression level of RECK was very low in unstimulated cells,and 1 ~30 pmol/L could decrease
the protein and mRNA level. HPLC chromatographic and mass spectrometric analysis demonstrated that 30 pwmol/L could
decrease level of the promoter methylation, global DNA methylation and the methylation activity of the nuclear extract to
(69.04% +10.62)% ,(61.13 +7.08)% 2. 80 + 1. 32, respectively,as compared to untreated cells. In addition, curcumin
could also decrease the protein and mRNA level of MMP-9, and enzymic activity.  Conclusion Cucrcumin increase
RECK gene expression and down-regulate its methylation,and then attenuate MMP-9 to inhibit CNE-1 cells growth.
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SITRAT ARSI 5 45 FL I RO BE (A (0D, ) , FF
FHEAMHIR, W = (MR oD {f - 52865 0D
{8/ %f BE4H OD i x 100% .

1.3 Western blot 5 RELIFIES T

A FRESEEE S 800 rpm B0 5 min, i F I,
UKY2 1 PBS VEURAIMIPI R, JIA 200 WL 4 24 fi
2% PR AR T 20 M (SRR B T BB RIR) cocktail
Set I, 1mM B-H i B FR BE . 1 mmol/L %R 4H .
1 mmol/LIRALEY, 1 mmol/L & H fiff ik 3L S L ¥,
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