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The Susceptibility of Nasopharyngeal Cancer and
CDHI1 Gene-160-C/A Gene Polymorphism
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Shaoyang , Hunan 422000, China )

Abstract; Objective This study investigated the CDH1 gene-160C/A polymorphism in Hunan province, China Han
population distribution of nasopharyngeal carcinoma and its relationship with Han Chinese in relevance of the risk of naso-
pharyngeal carcinoma incidence. ~Methods Application of polymerase chain reaction-restriction fragment length polymor-
phism (PCR-RFLP) of the 280 cases of nasopharyngeal carcinoma patients and 291 cases of Han non-cancerous group CDH1
gene-160C/A SNP detection. Comparison of genotype distribution and the relationship between the incidence of risk ;risk OR
and 95% CI application of non-conditional Logistic regression analysis and calculation. ~ Results CDHI gene-160C/A
polymorphism of the CC,CA,AA genotype in case group in the distribution of frequencies of 156 (55.7% ).103(36.8% ) ,
21(7.5% ) ;the distribution of frequencies in the control group were 178 (61.2% ) ,102(35.0% ) ,11(3.8% ); (X’ =
0.597,P =0.440) , consistent with Hardy-Weinberg equilibrium( P >0.05) ;the distribution between the two groups no sta-
tistically significant difference(P >0.05). AA genotype significantly increase the incidence of nasopharyngeal cancer risk
(OR=2.96;95% CI:1.12 ~4.81) ;carrying A allele was associated with lymph metastasis in patients with nasopharyngeal
carcinoma correlation( OR =3.07;95% CI;1.88 ~5.02). Conclusion CDHI gene-160C/A polymorphism may be re-
lated to the pathogenesis of nasopharyngeal carcinoma in Han nationality and the genetic susceptibility to nasopharyngeal
carcinoma in patients with lymph node metastasis.
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