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Expression and Identification of Recombinant Protein
Tp0608 of Treponema Pallidum
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Abstract: Objective To express and identify antigenicity of recombinant protein Tp0608 (rTp0608) of Treponema
Methods  Full

length of Tp0608 gene was amplified by using PCR. The prokaryotic expression recombinant pET —28a( + )/Tp0608 was

pallidum (Tp) , providing a basis for further investigation of its significance in syphilis serodiagnosis.

constructed and transformed into E. coli BL21 to express rTp0608 ,and rTp0608 was purified with Ni-NTA affinity chroma-
tography. Expression and purity of rTp0608 were analysed by SDS-PAGE. Antigenicity of rTp0608 was tested by Western
blot. Results The prokaryotic recombinant pET —28a( + )/Tp0608 was constructed successfully and an approximate 38

KDa recombinant protein was expressed efficiently as inclusion body in E. coli and the protein purity was over 95% . West-

ern blot indicated that the purified proteins were able to be recognized specifically by sera from syphilis patients.

Conclu-

sions  The efficiently expressed recombinant TpO608 has good antigenicity.
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