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Abstract
esophageal epithelial cells.

Objective To explore the expression of miRNA-9 in human esophageal carcinoma cells and the normal

Methods The expression of miRNA-9 in human esophageal carcinoma cells and the normal

esophageal epithelial cells were measured by fluorescent quantitation PCR.  Results The expression of miRNA-9 in five

esophageal cancer cells and the normal esophageal epithelial cell were all detected, the expression of miRNA-9 in five e-

sophageal cancer cells were higher than that in normal esophageal epithelial cells.

Conclusion The expression of miR-

NA-9 in esophageal carcinoma cells were markedly up-regulated, which suggested that the emerge of esophageal carcinoma

was correlated with gene miRNA-9.
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