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Construction of LL-37 Recombinant Vector
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Abstract: Objective To derive human whole-genome DNA from peripheral venous blood of healthy people,to am-
plify the full-length genes of LL-37 ,to insert the prokaryotic expressing vector pQE-30 and to obtain the recombinant expres-
sion vector pQE-30/LL-37. Methods To derive human whole-genome DNA from the peripheral venous blood of healthy
person by the means of Nal,and then the full-length genes of LL-37 will be amplified from the template of the acquired hu-
man whole-genome DNA. After the reabstraction of the restriction endonuclease from the agarose,LL-37 will be bonded with

pQE-30.  Results

constructed successfully.

High quality human whole-genome DNA is obtained, and the recombinant vector pQE-30/LL-37 is
Conclusion Producing antimicrobial peptide LL-37 by the biologic method may be a promising
industry , as the construction of antimicrobial peptide recombinant vector pQE-30/LL-37 can serve as a foundation to the fur-
ther research.

recombinant vector
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1.1 EERASNEFR L, BRI 4

HMEFIK I H R Nal 1 3 i Fix
FIARRA T, DNA 43 FaprfEd) ok SO &as B
AR T DNA I [T & BRI P U T4 3%
e A RKEFEYIABRA T, Taq 2X Master Mix (PR
i PCR G 1 A b KA, TR E. coli
M15 AT IRAE, HAS A E= 53 Hr 4k,

1.2 5|#

4 Genebank A T B Bk FALL-39¢cDNA )7 5
(B3R5 1 X96735) , BRI /S0 5 TR 55 |
H.P,:5'-3' TAGGATCCATGCTGCTGGGTGATTTCT-
TC; P,:5'-3" TTGTCGACTTAGGACTCGGTCCTGGG-
TAC, 3% FH B BEVIA7 25535 A BamHI F1 Sall , 514 H
i T AR,

1.3 Nal FE#REUAKEEH DNA

FHC 5 mL Ag R SR JE K i, 1] 2% EDTA 47t
EEREH . ANHEC 100 L T EP 41,12 000 rpm £
212 min, F25 LI, IZEK 200 wL @&, 175
20 s, P 6 mol/L Nal 200 wL,iR%] 20 s, SRJ5m
S/ I (24: 1) 400 pL, 12 000 rpm &5 0>
12 min, BUFJZW 350 pL, it A% —AN87 EP &+,
FENA 0.6 RBUW B, IRA), B %R 15 min,
15 000 rpmES.L> 12 min, 70% L BEVES—IK, 22 L
B AR TSI TE 30 pL % f# 12 h LU L,
- 20°CHAFE
1.4 PCR ¥ 1g

DL P2 DNA AZ Rk B, B 1 pg A F)
12.5 pL Taq 2X Master Mix i ,%j][l/\@'l% p,,P, %
1 pL, INAZEIK & 25 pl, J W &1 94°C 1548 14
5 min, #RJ5 #4730 4~ PCR f§¥F:94°C Z5 % 1 min,
64°CiR K 40 s,72°C HEfH1 40 s; B 5 7E 72°C 4Eff
10 min,
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PCR 7= 2% Byt Hig W 55 I LUK, 7 U0 45 4b
ST E B Bery e )T >k, fdiH] DNA BER
ISR & [mlise B Ay R PR (B O 1 A ) &
BRAEUEIAR) o BamHI F1 Sall RBP4 -UI
XA B PCR 7= & pQE-30 JER k47 BV, 43
SIS BE RS L K, s, P42 AR 1 4 1Y LU 7E
10 WL # AR R T 16°CEREIR .,

TVER I AT TR M15 JEAZ 25 20 L, B 32 432 7 W e
A MI5 B2 M b FRE 50 pL #2405 1Y M1S ¥
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2.1 AZEEELH DNA FIREL

FIH Nal 2 MEEHEASRE i 3T AZSSER 4
DNA , HAZRHE M 354 pg/ml, A,/ A, TH 1 2.0,
2.2 HER LL-37 BEER 1

% PCR 9714 )5 H 2. 0% Bkt v bk , 37158 17—
ZK/IVTE 100 ~ 150 bp Z[EI 47 (B 1), 51t
KANEFF

150 bp
100 bp

50 bp

B 1 PCR =437 REHE A B ik
1.PCR ﬁiﬁ’fE%;z :50 ~500 DNA Ladder

2.3 RPLLE PCR F=HIREEY), &, NF

pQE-30 kLAl PCR 43 7= 4 53 5 BamHI Fl
Sall PIFRPBREIMER VI EGEGU) 5 (18 2) Ik I, IFAE
16°C 42, 345 H 24 BokL pQE-30/LL-37 (&1 3)
JFik bifgA: TR pQE Aid F e 5 | #4777,
455 R Af AP 5 GeneBank % 5R 1Y LL-37 3
K cDNA J591)5¢ 2 AH[R], HAH A J7 1) IE8

] —4268 b
B — 3530 bg

B2 EHRNEEY YIRS E R Bk
1:50 ~500 DNA Ladder;2 : pQE —30/LL-37 H4H Gk XL 7= 4
3. EcoRI + HindIIl Marker



Bam H1 145

Sall 168

Hind I11 187

pQE30/LL-37
3711 bp

Xbal 1164
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3t #
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WA A i 2 R R R A v S R ) 2P R D
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APE IR DTTE W G IR . 1207 TR L R TR A
Pl 20 4T, T HAR MUY DNA K2,
RNEGWATW, B A BT LA S RNA S5 2% i 5 80,
Se4 n] LU A8 PCR B A8E i L B FH Of Al B i 1
mEbI

FIF Nal 352 BONZEEE N 240 DNA | LAE O AR
PCR ¥ 31538 THURAK LL-37 M EKITFH], %
LRI 4 1k e B R i — — R AR LR T A Y
Cathelicidin 2& ¥ B ik, & & B FH A7 /& Ik Human
cathelicidin antimicrobial peptide 18 (hCAP-18) £ 22
RN EE I 3 MUHA 2 P 7 A T T i B B9 A
WP C i by B, PR N S il A 28 BE R ok 5L R
SEE R (L) A HE R AR I SRR 37 AR 4 . LL-37
TENRA LU 2 004, BA TSI E MR
Wi 2 PR 523 Al R SR AR M 20 ¢ Al 2 I A
A AR LA BT R RO 7 e AR R R
SPEREZAE N T, BB B AR
P IRMESCR IR, BEAT RS2 187 A BT A 2 IRk AR
ZHEH o AR, KR FAT N VEAEDT T IR A e A Ay
B R T AR A 27 s AR AR g, B AR IBORI 9 5
ERIEDAT, BT LL-37 ANEAHABURE K T

R ey AN A s R (Y G/ B SIY =
FEF BRI S M 16 DR e vl DA 38 LL-37 BEN
I 5 IR SR B H M R DA R AR X R R
REVR IR AT AR A5 BE O 14 LL-37 T RR2EAF 5T H 5
FERR A ARWESE R Y pQE-30 R M4 H Fir
MR Z 0 FRFR R, WA 15 SR sh 7, RA &
SRIGIE s IRRE T, B sk iR eIk 1 b & 3 1 T LA
H His SEFUZ M alife /s 8/ B alifb i gl & A 5
F1 T AT DL (8 M 3R AT i e B0 = 2l 8 LL-37 £
K, ARG NIRANIGE LL-37 W45 1 5 5h e L K IT
BFF T RAFMSERY , 3578 T 58 A T B IR 58 1
R ARSI g 1 — A
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